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Neplexopevo Mabnpatog

H ouyyxpovn Blohoyia elval pia emotrn mou mapayet peydAo oyko dedopévwy. To padnua Ba dépel os
enadn toug dpoltnTég Pe Bloloyikd Sedopéva amo pebodoug aAANAoUXLONG «ETIOUEVNG YEVLAG» (OTIWG
UlKpoouoTolxieg yovidiwv, aAAnAoUxwong RNA) kat Ba mapoucldosl Tta  KUpla  gpyaleia
CUUTTEPACHOTOAOYIOC KOOWE KOL TIC OTATLOTIKEG TIPOKANCELG TIOU OUIMAVIWVTAL OE QUTA, OTIWG 0 EAEYXOG
tou pubpol Twv Yeudwg OeTikWV OmoOTEAsCUATWY N povtelomoinon Bloloylkwy Sedouévwv
amopibunong HECW YEVIKEUUEVWY YPOULKWY HOVTEAWV €Aeyxol yla tn Sladopomnoinon tng YoviSLoKNnG
£kdpaong povtelomoinon TG €TEPOYEVELOG UECW HPOVIEAWV HEIEEWV KATOVOUWY HOVTEAX KAOGOLKAG N
Mre0TLavn ¢ ITATLOTLKAG yLa TNV EKTiUnon tou Baduol ékdpaaong yovidiwv/icopopdwy.

Npoanattovpeva

To pabnpa aneuBUVETAL € KOWO Pe KAAO uTtOBabpo otn ITATIOTKY. M0 CUYKEKPLUEVA, OmtalTeital:
e Kaln yvwon:
- EKTIUNTIKAG Kot EAEyxwv YmoBéoswv
- Fevikeupévwy Tpappikwv Movtédwv
e BOOLKEG YVWOELG:
- YILOAOYLOTIKAG ZTATLOTIKAG
- Mmebllavig Zupmepacpatoloyiag
- Mpoypappatiopou os R
e JXeTIKA tpoodepOpeva padnipata (8ev eival mpoamottolueva):
- Movtéla Bayes ot ZTATLOTIKN
- Jtatiotikn Mabnon
- JTOTLOTLKA yLa LeyAAo Oyko SeSopEVwY

EmSiwkopeva Madnolakda AnoteAéopoto



MeTd tnv emwtuxn oAokAnpwon Tou padnpatoc, ol doltntég Ba eival og BEon va:

yvwpilouv Tig edapuoyES TNG ZTATLOTLIKAG 0T FEVETIKNA Kal BlomAnpodoplkn

OVTLUETWTTL{OVV LLE TOV CWOTO TPOTIO POBARaTA EAEYXOU TIOAAATTAWY UTIOBECEWV

UaBouv VEEG ITATIOTIKEG peBoboloyieg mou avamtuxOnkav ta teAeutaia 20 xpovia, ONMwe To
navipepa pebBoSwv KAAOIKAG Kol Mmel{LoviAg TOTLOTLKAG

£€pBouv oe emadn e olvola Sedopévwv OMwWG HIKpoouatolyieg, aAAnlouxiong RNA, kat
LLOVOKUTTOPLKA Sedopéva

vAomolouv katdAAnAoug aAdyopiBuoug otnv R kot Bioconductor.
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ASoKTIKEG Kat MaBnolakég M£BodoL

o tnv vAomoinon Twv KatdAAnAwv alyopiBuwv Ba xpnouomnotnBei to AoyLopLko avolktol Kwdika R, To

omolo elval dabéopuo oe OAa ta SnuodAn Asttoupyikd cuotiuata (Windows, Mac, Linux). Mo



OUYKeKpLUEVa Ba xpnotuomnotnBouv e€elSikeupéveg BLBALOBNKeC ou eival Slabéoiueg oto amobetrplo
https://www.bioconductor.org, 6nwc limma, DeSeq2, edgeR, BitSeq, rsem-EBSeq.

M£0odoi A§LloAdynong ko BaOpoAoynong

Oa npénel va napadobolv 2 epyacieg ol omoieg aviotolyolv oto = 50% Tou TteAlkou Babpou. To
umoAourto = 50% avtiotolxel otnv teAkn e€€taon.


https://www.bioconductor.org/

